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Influence of Cell Membrane Wrapping on the Cell−Porous
Silicon Nanoparticle Interactions
Flavia Fontana,* Hanna Lindstedt, Alexandra Correia, Jacopo Chiaro, Otto K. Kari,
Joseph Ndika, Harri Alenius, Jonas Buck, Sandro Sieber, Ermei Mäkilä, Jarno Salonen,
Arto Urtti, Vincenzo Cerullo, Jouni T. Hirvonen, and Hélder A. Santos*

Abstract: Biohybrid nanosystems represent the cutting-edge research in
biofunctionalization of micro- and nano-systems. Their physicochemical
properties bring along advantages in the circulation time, camouflaging from
the phagocytes, and novel antigens. This is partially a result of the qualitative
differences in the protein corona, and the preferential targeting and uptake in
homologous cells. However, the effect of the cell membrane on the cellular
endocytosis mechanisms and time has not been fully evaluated yet. Here, the
effect is assessed by quantitative flow cytometry analysis on the endocytosis
of hydrophilic, negatively charged porous silicon nanoparticles and on their
membrane-coated counterparts, in the presence of chemical inhibitors of
different uptake pathways. Principal component analysis is used to analyze all
the data and extrapolate patterns to highlight the cell-specific differences in
the endocytosis mechanisms. Furthermore, the differences in the composition
of static protein corona between naked and coated particles are investigated
together with how these differences affect the interaction with human
macrophages. Overall, the presence of the cell membrane only influences the
speed and the entity of nanoparticles association with the cells, while there is
no direct effect on the endocytosis pathways, composition of protein corona,
or any reduction in macrophage-mediated uptake.
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1. Introduction

Cell membrane-wrapped nanoparticles
(NPs) are under investigation in multiple
applications, from vaccines to drug delivery
systems, detoxification systems, and as
cues for proliferation and differentiation
of cells.[1–3] Moreover, these biohybrid
nanosystems present interesting proper-
ties, including prolonged circulation time,
reduced uptake by the mononuclear phago-
cyte system, tissue- and inflammation-
targeting properties.[4–7] These properties
derive both from the molecules decorating
the membrane surface, including carbo-
hydrates (both as cell-specific antigenic
signature and as sialic acid residues), by a
specific lipidic composition in the mem-
brane (important for the right orientation
of the membrane), and by the different pro-
teins constituting the in vivo protein corona
and by their orientation.[8–11] To date, the
cell membrane coating technique has
been successfully applied to nanomaterials
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different in composition, size, charge, and hydrophobicity, rang-
ing from polymeric to gold, silica, porous silicon (PSi) particles,
and to electrospun fibers.[1] One of the main factors influencing
the successful encapsulation of the particles has been identified
in the particles’ surface charge that results in electrostatic inter-
actions between the negatively charged membrane and the par-
ticles, producing aggregates.[12,13] However, other factors, includ-
ing the hydrophobicity of the particles, play a role for an effective
membrane encapsulation.[5,12,14]

Interactions between cells and NPs influence the uptake, as
well as the final intracellular fate of the particle with important
consequences on the therapeutic efficacy.[15,16] Size, composition,
electrostatic properties, shape, and hydrophobicity are amongst
the NP’s properties determining differences in the interaction
with the cells.[15,17,18] The endocytosis mechanisms employed by
NPs depend primarily on the size of the particles and the pres-
ence of aggregates or agglomerates.[19] For example, receptor-
mediated and non-mediated uptake of NPs usually exploits the
clathrin- and caveolin-mediated pathways, while macropinocy-
tosis allows the unspecific uptake of nanoparticles up to
500 nm.[16,19] However, recent works have proposed an increased
uptake by micropinocytosis for organic and particularly biohy-
brid NPs.[20,21] Moreover, the internalization of NPs by the cells
is influenced also by the composition of the protein corona.[22]

The impact of the protein corona on the properties of biohybrid
nanosystems has only recently been evaluated, highlighting
qualitative differences in few key proteins and some quantitative
differences in the percentage of known proteins between tradi-
tional and biohybrid particles.[8] Furthermore, the composition
of the protein corona influences also the NPs interactions with
phagocytes and a different corona composition may explain
the reduced interaction of biohybrid NPs with phagocyes.[23,24]

Nevertheless, the effect of the cell membrane coating on the
NPs’ uptake and protein corona composition has not been fully
evaluated yet.

In recent years the use of zebrafish embryos has started to
challenge the use of rodent models for the preliminary screen-
ing of formulations, enabling a cheaper and high-through put
alternative.[25] This model has provided interesting data in the
formulation of liposomes, but it has never been employed before
to evaluate the circulation profile and interaction with phagocytes
of biohybrid NPs.[26]

PSi micro/nano-particles have been extensively investigated
for drug delivery in the treatment of cancer, diabetes, and car-
diovascular diseases.[27–33] Moreover, the material itself presents
immunomodulatory properties due to the surface modification,
which render it an attractive candidate as nanovaccine platform
for cancer immunotherapy or for autoimmune diseases.[2,12,34]

The coating with cell membrane moieties can thereby improve
the circulation time, slow the recognition by the cells of the
mononuclear phagocyte system, and act as source of antigens
and danger signals.

Here, we compared in different cell lines the endocytic mech-
anisms of conventional (negatively charged and hydrophilic
PSi) and biohybrid NPs in presence of chemical compounds
known to inhibit the endocytic pathways and analyzed the effect
of the different inhibitors by principal component analysis
(PCA). Moreover, we assessed the differences in the composition
of static protein corona when the particles were exposed to

Table 1. Size and zeta potential of TRITC-TOPSi particles and TRITC-TOPSi
particles extruded with the cell membrane derived from different cancer
cell lines. The results are presented as mean ± s.d. (n ≥ 3).

Particles Size [nm] PdI Zeta Potential [mV]

TRITC-TOPSi 191 ± 2 0.104 ± 0.021 −23.5 ± 0.7

TRITC-TOPSi@A549 183 ± 7 0.089 ± 0.016 −29.3 ± 1.4

TRITC-TOPSi@MCF-7 181 ± 9 0.094 ± 0.040 −24.8 ± 1.29

TRITC-TOPSi@MDA-MB-231 178 ± 2 0.057 ± 0.020 −26.6 ± 1.7

TRITC-TOPSi@PC3MM2 182 ± 1 0.085 ± 0.025 −25.5 ± 1.1

human plasma. Unexpected findings in the type of proteins
retained on the cell membrane coated particles prompted us to
compare their uptake in human macrophages and to prelim-
inary evaluate their blood circulation behavior in a Zebrafish
model.[25,26]

2. Results and Discussion

2.1. Physicochemical Characteristics and Cytocompatibility of
Cancer Cell Membrane-Coated Particles

Biohybrid particles were prepared by loading thermally oxi-
dized porous silicon (TOPSi) NPs with tetramethylrhodamine
(TRITC), followed by the extrusion with membranes derived
from different cell lines (A549, MCF-7, MDA-MB-231, and
PC3MM2), representing examples of lung carcinoma, breast
cancer, and prostate cancer. The physical properties of these
systems were then evaluated by dynamic and electrophoretic
light scattering. As presented in Table 1, the extrusion with
cell membranes derived from different cell lines resulted in
particles presenting similar size, polydispersity index (PdI)
and zeta potential. This result was expected, considering the
physicochemical characteristics of TOPSi particles (negatively
charged, hydrophilic, and easily dispersible in aqueous solution)
and the optimal core particle characteristics of a biohybrid
nanosystem.[12,13]

The particles were then imaged by transmission electron
microscopy (TEM) to confirm the membrane wrapping in all the
samples. As shown in Figure 1, there was no influence of the ori-
gin of the cell membrane on the encapsulation process. On the
contrary, the presence of the cell membrane was evident in com-
parison with a TEM image of naked TOPSi particles (Figure S1,
Supporting Information). Figure S2 in the Supporting Informa-
tion shows the general view of the NPs population for all the
samples.

Then, after confirming similar properties for all the particles
formulated from different cell types, the impact of a homolo-
gous cell membrane coating on the cytocompatibility of the sys-
tems was evaluated by measuring the intracellular ATP levels af-
ter 24 h of incubation with the NPs. As shown in Figure 2, the
cytocompatibility of PSi NPs coated with cell membranes in-
creased in all the cell lines tested. In particular, for MDA-MB-
231 and PC3MM2 cells, the naked particles were highly cy-
tocompatible up to 100 and 250 µg mL−1, while the coated
NPs display cell viability values comparable to the control
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Figure 1. TEM images of a) TOPSi@A549, b) TOPSi@MCF-7, c) TOPSi@MBA-MD-231, and d) TOPSi@PC3MM2. The TEM grids containing the
samples were negatively stained with uranyl acetate to highlight the presence of the cell membrane.

(Figure 2a) or to ≈50% of the control (Figure 2d) up to
the highest concentration assessed. In the case of A549 and
MCF-7 cells, TOPSi NPs presented an evident dose−response
toxicity curve, which is shifted towards higher concentration
when the NPs were coated with cell membrane (Figure 2b,c).
The cytocompatibility profile of cell membrane-wrapped PSi
NPs is in line with the results previously reported in other
cells lines.[2,12] The concentration of 50 µg mL−1 was iden-
tified as non-toxic concentration to be used in the following
studies.

2.2. Interactions between the NPs and the Cells

The endocytic mechanisms of naked and cell-membrane coated
PSi NPs were first evaluated by flow cytometry (FCM) in presence
of compounds inhibiting the uptake pathways. Before moving to
the FCM experiment, we determined the IC50 of the compounds
in all the cell lines (Figure S3, Supporting Information) after
4 h of incubation with the four different cancer cell lines. IC80
was also calculated and a concentration lower than the IC80 one
was used in the following studies (concentrations reported in
Table S1 in the Supporting Information). Figure 3 shows the
percentage of cells having NPs associated (A) or taken-up (U)
after 1 or 3 h of incubation. In a previous work, we noticed that
the presence of cancer cell membrane is increasing the uptake
kinetic for oncolytic adenoviruses.[35] Thereby, the time-points of
this experiments were chosen to evaluate any difference in the
initial interaction between the coated or naked TOPSi NPs. The
effects of the different parameters on the uptake of the NPs are
summarized by the heatmap (Figure 3). TOPSi indicates the orig-

inal particles, while TOPSi@CCM indicates particles coated with
homologous cell membrane. As for the association of the parti-
cles with the cells, the map is divided horizontally into two big
clusters, with the cluster on the right half of the heat-map clearly
showing the higher percentage of association compared with the
actual uptake, with higher percentage of positive cells for TOPSi 3
h association (T 3A), TOPSi 1 h association (T 1A), TOPSi@CCM
3 h association (TC 3A) and TOPSi@CCM 1 h association (TC
1A) compared to the same samples after fluorescence quenching
with trypan blue (TOPSi 3 h uptake -T 3U-, TOPSi 1 h uptake -T
1U-, TOPSi@CCM 3 h uptake -TC 3U-, TOPSi@CCM 1 h
uptake -TC 1U). Particularly, the presence of the cell membrane
seemed to facilitate the association at earlier time point (1 h),
as shown by the red and white colors in the column of TC 1A.
Furthermore, the results suggested an independence of the
association from the presence of the inhibitors of the endocy-
tosis in solution (e.g., the data referring to chlorpromazine and
3-methyl-𝛽-cyclodextrin in A549 and PC3MM2). Focusing on the
uptake at +37 °C, MDA-MB-231 cells (37-231-MDA-MB-231) up-
taked more NPs compared to the other cancer cell lines (in order
from higher to lowest uptake, MDA-MB-231, PC3MM2, A549,
and MCF-7), with a time-dependent increase in the fraction of
positive cells. In particular, the presence of the homologous
cell membrane increased the fraction of particles taken-up,
when compared to the naked TOPSi NPs (TC 3U vs T 3U for
MDA-MB-231). Previous experiments with particles coated
with cell membrane derived from patient-derived xenografts
hypothesized the presence of tumor proteins (like galectin-3 and
carcinoembryonic antigens) that modulate the interaction with
an homologous cancer cell.[36] Alternatively, the role of tumor
associated carbohydrate antigens is still investigated as potential
source for the enhanced interactions between homologous cell
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Figure 2. Cell viability (%) of a) MDA-MB-231, b) A549, c) MCF-7, and d) PC3 MM2 cancer cells after 24 h incubation with TOPSi or TOPSi wrapped with
homologous cell membranes at different concentrations. Fetal bovine serum (10%) medium and Triton X-100 1% are the negative and positive controls,
respectively. The results were normalized to the negative control and are presented as mean ± s.d. (n = 4). The data were analyzed with two-way ANOVA,
followed by Bonferroni’s post-test to evaluate the differences between coated and uncoated NPs. The levels of significance were set at the probabilities
of **p < 0.01 and *** p < 0.001.

membranes.[37] The endocytosis was greatly reduced for cells
incubated in cold (all the samples marked with “ice”), identifying
the need for energy in an active endocytosis, as suggested also
by the size of the NPs.[38] The endocytic pathway of TOPSi NPs
(columns T 3U and T 1U) appeared to be influenced by the pres-
ence of chlorpromazine, sucrose and 3-methyl-𝛽-cyclodextrin,
suggesting a clathrin mediated pathway. The presence of the cell
membrane (columns TC 3U and TC 1U) increased the uptake in
all the condition assessed, except for genistein, suggesting a role
of caveolin and lipid rafts in the endocytosis and fusion of the
membrane-enveloped particles.[39,40] Finally, the data showed a
cell-dependent endocytotic profile of the particles, as previously
demonstrated for other type of NPs.[40,41]

Then, to identify similarities and differences in the uptake pro-
file of the nanosystems based on cell line and inhibitor of the
uptake, we analysed the data presented in the heat-map by PCA

(Figure 4). This kind of analysis has been used to identify similar
clusters of data in different contexts.[42–45] Data were analysed by
PCA using the Python Library Scikit-learn (the related code can
be found as Python Jupiter Notebook as separate file in the Sup-
porting Information). Figure 4a shows that the majority of the
data identifying the different cells lines in presence of different
inhibitors of the uptake clustered together highlighting few ele-
ments being outside the confidence ellipses, which identify the
68% (1𝜎) or 95% (2𝜎) of the values. The ellipses account for 1 or
2 standard deviations from the mean. The elements outside the
confidence interval identified the cluster formed by the values of
uptake of the NPs by 231 cells at +37 °C together with the lack
of effect of chlorpromazine in A549 (first cluster from the top on
the vertical clustering in the heatmap). As for chlorpromazine
in PC3MM2 cells, these data were within the bigger cluster of
data, which did not include 231 at +37 °C and chlorpromazine in
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Figure 3. Heat-map displaying the mechanism of endocytosis of biohybrid nanoparticles. Cells (A549, A; MCF-7, M; MDA-MB-231, 231; PC3MM2, P)
were incubated with different selective inhibitors of specific uptake mechanisms (i.e., ice, chlorpromazine, sucrose, indomethacin, nocodazol, genistein,
and 3-methyl-𝛽-cyclodextrin) and with fluorescently modified coated and uncoated particles (50 µg mL−1) for 1 and 3 h. The samples were run into
FCM to determine the fraction of particles associated before quenching the fluorescence with trypan blue and then run again in FCM. The results are
presented as the mean of 3 samples (TC, TOPSi@CCM; T, TOPSi; A, Associated; U, Uptaken; 1, 1 h; 3, 3 h).

A549, but was separated from the other main cluster at the follow-
ing node. Moreover, a second PCA, performed on the transposed
dataset (evaluating the covariance of the type of particles, effect of
quenching with trypan blue, and the incubation time), suggested
that the cellular uptake was dependent on the interaction time
and on the type of NP’s surface, while the association was mainly
influenced by the NP’s surface (Figure 4b). These observations
are based on the relative clustering of the different samples, with
all the samples identified with U (uptake) clustering close to each
other in PC1 and PC2 axis (except for TC 3U), while the samples
identified with A clustered differently on PC2 axis depending of
the incubation time, with a clear difference between naked and
membrane-coated particles. The position of TC 3U in the plot
suggested an effect of the surface coating with cell membrane on
the uptake, while this effect was not seen at shorter time points
(T 1 and TC 1 cluster together). Overall, the analysis of the data
with heatmap and PCA suggests that the interactions between

the cells and the particles is active and the uptake mechanism
is cell-dependent, but generally clathrin-mediated with an influ-
ence of caveolin for the cell membrane-coated NPs.

In order to visually confirm the results obtained in FCM, the
interaction between the NPs and the cells was imaged by con-
focal microscopy in the most interesting cases (A549 cells in
selected conditions). Images of A549 cells incubated with the
particles at +37 °C (Figure S4, Supporting Information) did not
clearly present higher interaction for the cell membrane-coated
NPs. Nevertheless, the interaction between the NPs and the cells
was limited in the all the samples, due to the hydrophilic, nega-
tively charged surface of the NPs, with only a mild effect of the
cell membrane coating. The incubation with chlorpromazine re-
duced the interaction between the samples and the cells (as ob-
served also in the quantitative analysis). As shown in Figure S5
in the Supporting Information, there was no effect of the cell
membrane on the interaction between the cells and the NPs. The
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Figure 4. a) PCA of the effect of the coating with cell membrane on the uptake mechanisms of PSi NPs in different cells, in presence of uptake inhibitors.
b) PCA of the transposed dataset to identify the effect of type of particle on association and uptake. The data were analyzed by PCA using Python Scikit-
learn. The code can be found as separate Python Jupiter Notebook file in the Supporting Information.

confocal images of A549 cells incubated with sucrose confirmed
the influence of the clathrin-mediated endocytosis mechanisms
on the uptake of both TOPSi and membrane-coated NPs (Figure
S6, Supporting Information). Finally, we also evaluated the up-
take of the NPs in presence of 3-methyl-𝛽-cyclodextrin (Figure
S7, Supporting Information). The inhibition of the pinocytosis
resulted in an inhibition of the NPs association with A549 cells.
The presence of the cell membrane negatively influenced the as-
sociation.

2.3. Protein Corona and Macrophage Uptake

One important variable interfering with the interactions between
cell and NPs is the protein corona forming on the outer sur-
face of the NPs upon immersion in a physiological fluid (e.g.,
plasma and extracellular matrix).[46] This phenomenon has been
extensively investigated for different types of NPs over the years
and for biohybrid vesicles (leukosomes),[8,22] but it has not been
evaluated yet in presence of a biohybrid particle shielded with
a layer of a cancer cell membrane. Some studies suggest that
the prolonged circulation and stealth effect associated with can-
cer cell membrane-coated particles are associated with the cell
membrane composition in lipids and proteins, with marginal fo-
cus on the circulatory or cytoplasmic protein coronas and their
compositions.[47,48] Therefore, in this study we sought to evalu-
ate the static protein corona after incubation in human plasma
for 1 h (the “hard” corona) for both the naked and cancer cell
membrane (A549)-coated NPs by mass spectrometry.

The Venn diagram presented in Figure 5a provides a visual
summary of the qualitative protein corona composition. In
particular, 88 proteins were found in all the samples, including
the plasma supernatants. Naked and membrane-coated NPs
shared additional 24 hits, with CCM-coated particles present-
ing 7 unique hits and TOPSi’s corona presenting 18 unique
hits. However, the heat-map in Figure 5b clearly depicts the

differences in the corona composition between the two types of
particles. From the results, it was possible to identify three bigger
clusters of proteins: cluster 1 (whose composition is reported
in Table S2 in the Supporting Information) was particularly
enriched in the sample uncoated, with some few common
proteins identified by cluster 4. On the contrary, cluster 2 was
slightly positive for the CCM-coated particles and negative for
the uncoated ones (composition in Table S4 in the Supporting
Information) with cluster 3 (composition in Table S5 in the
Supporting Information) highly positive for the CCM-particles
and negative for TOPSi NPs alone. The hits identified in cluster 2
included some mRNA contaminants, together with complement
factor H related protein, a component of the protein corona
shown to prevent the activation of the complement. Cluster 3
contained proteins commonly expressed on the CCM or involved
in cytoskeleton and membrane adhesion (e.g., cadherin 1 and
myosin 9) with the complement component C8 gamma chain
as protein corona component present only on CCM-coated
NPs. The proteins identified within cluster 1 included the
common constituents of hard protein corona in vitro, including
fibrinogen, apolipoproteins, coagulation factors, thrombin and
other proteins related with the coagulation.[49] In a previous
study conducted on hydrophobic THCPSi NPs before and after
modification with hydrophobin, THCPSi NPs did not bind to
apolipoproteins before modification, contrary to the results with
hydrophilic TOPSi.[50] The binding of fibrinogen and other
coagulation factors has been correlated with uptake by neu-
trophils and their subsequent activation, with an inflammatory
response.[51] Interestingly, the only differences amongst the
particles (Table S2, Supporting Information) included proteins,
like carboxypeptidase, commonly found in the protein corona
surrounding silica particles.[52] These results were mirrored by
the proteic composition of the supernatants, both in comparison
with the relative NPs and between each other (Figures S8–S10,
Supporting Information). Overall, as shown in Figure S11 in the
Supporting Information, the majority of the proteins found in
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Figure 5. Mass spectrometry analysis of the composition of static protein corona. a) Venn diagram summarizing the total protein hits for each of the
samples (TOPSi, TOPSi@CCM, and their respective plasma supernatants) and identifying the number of sample-exclusive or common hits. b) Heat-
map illustrating the differences in the protein corona composition between naked (TOPSi) and membrane-coated (TOPSi@CCM) NPs. Red identifies
positive events, while blue hits not found. The numbered squares correspond to the lists of identified proteins presented in the Supporting Information.
The TOPSi@CCM NPs evaluated in this study were coated with A549 CCM.

Figure 6. Interactions between KG-1 human macrophages and TOPSi (T) or TOPSi@A549 (TC), at the concentration of 50 µg mL−1, after 1 or 3 h of
incubations. The data are presented as mean ± s.d. (n = 3). The results were analyzed by one-way ANOVA followed by Tukey’s multiple comparison.
The levels of significance were set at the probability of *p < 0.05 and **p < 0.01.

the corona of the two particles are implicated in the activation
of the complement or in interaction with lipids (like apolipopro-
teins). Thereby, the results suggest that there are no differences
in the composition of the static protein corona in vitro which
may justify the prolonged circulation of biohybrid NPs.

Based on the results from the protein corona analysis, we
evaluated the interaction of A549 cell membrane-coated particles
(TC) or TOPSi alone (T) by human macrophages. The mean flu-
orescent intensity (Figure 6a) confirmed the presence of a time-
dependent interaction for both particles, despite the high per-
centage of positive events in all the samples (Figure 6b).

In different works, the interaction with the macrophages is
evaluated cross species (murine macrophages with human cell
membrane coating) or still displays interaction between particles

and cells, though at lower extent compared to uncoated particles
and liposome coated particles.[53,54] Moreover, the interaction is
evaluated on adherent macrophages where the sedimentation of
the nanosystems will contribute to their uptake. In this work, we
evaluated the uptake by human macrophages in suspension, in
conditions better mimicking the in vivo conditions. The results
suggested an effect on the association for shorter time points
(1 h), which however is reduced by increasing the incubation
time (3 h). Nevertheless, the percentage of positive events was
over 95% for all the samples, with non-significant or minimally
significant differences amongst the samples.

These NPs were further injected into Zebrafish to evaluate
their circulation profile and the interaction with macrophages
in vivo. The preliminary results shown in Figure S12 in the
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Supporting Information indicated that the NPs coated with CCM,
independently from the source of the membrane, tended to ag-
gregate more than the naked NPs. The aggregation played a role
also in the enhanced interaction of CCM-coated particles with
macrophages. Both at 1 and 24 h post-injection, the qualitative re-
sults suggested that biohybrid NPs displayed higher interaction
with macrophages, as shown by bright agglomerates of NPs in
the venous part of the zebrafish vasculature.[26] Further quantita-
tive studies of interaction with the cells of the reticuloendothelial
system and in vivo protein corona composition in murine models
are needed to fully evaluate the contribution of CCM wrapping on
the biodistribution of the nanosystems and their interaction with
the cells of the innate immune system.

3. Conclusion

The effect of the cell membrane-layer on the interactions between
negatively charged PSi NPs and cancer cell lines was evaluated in
vitro. First, the wrapping of NPs with biohybrid cell membrane-
derived moieties enhanced the cytocompatibility of the NPs in all
the cell lines assessed. The association of the NPs to all the cell
lines was improved when the NPs were coated with homologous
cell membrane. This higher association of the NPs increased also
the percentage of NPs taken-up after 3 h, when compared to the
naked NPs. The endocytosis was proved to be cell line-dependent
with different cell lines showing different susceptibility to the
inhibition of specific pathways and not to be influenced by the
type of cell membrane coating. Cell membrane-coated NPs were
taken-up according to the same mechanisms of the naked NPs,
with a major role played by clathrin-mediated endocytosis and
micropinocytosis. The profile of the corona for both naked and
cell membrane-coated particles was similar and resembled the
profile of conventional NPs. Moreover, the presence of a cancer
cell membrane wrapping had no effect on the percentage of
positive events in human macrophages in suspension when
compared to the naked NPs, while a lower interaction at shorter
incubation points (1 h) could be observed from the analysis of
the MFI. On the contrary, the coating with cell membrane in-
creased the aggregation and the interaction with macrophages in
a Zebrafish model, reducing the circulation time. However, the
interaction of cancer cell membrane-coated NPs with cells of the
innate immune system should be further evaluated in murine
models for the mechanisms governing the enhanced homotopic
accumulation in the tumors after intravenous injection, paying
attention to different diseases models and animal characteris-
tics (e.g., sex, age, weight), in order to have a more insightful
indication of the potential of the biohybrid NPs in cancer therapy.

4. Experimental Section

The detailed description of the experiments performed in this
work can be found from the Supporting Information.
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